Network motif analysis is based on calculating the representation of specific subgraphs in observed networks and comparing these patterns to null models. In this paper, we focus on three-node subgraph representation patterns. Since these subgraphs are referred to using different terminology depending on the field, below we present the motif identification numbers as used in the regulatory motif literature [1, 2] 
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Isomorphism classes, motifs, edge lists, and adjacency matrices
There are 16 isomorphism classes of three-node directed graphs. Note that there are only 13 of these graphs that connect all three nodes. Below, each of these is drawn and identified with the corresponding network motif ID.
Code to identify the 13 three-node network motifs and their corresponding isomorphism class in R:
library(igraph) par(mfrow=c (4,4) ) par(mar=c (3,2,2,2) ) iso. class <-c(0,1,3,6,2,4,5,9,10,7,11,8,13,12,14,15) 
#
The isomorphism class numbers have been ordered according # to the sequence of network motif IDs following Milo et al.
labels <-c("NA", "NA", "NA", "Motif 1", "Motif 2", "Motif 3", "Motif 4", "Motif 5", "Motif 6", "Motif 7", "Motif 8", "Motif 9", "Motif 10", "Motif 11", "Motif 12", "Motif 13") 
